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A 18 15 B B PR 95 B B2 (International
Diabetes Federation, IDF)ZE-+filk { = ERKERIA
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ERERIR T8 ) 0 208795 A TR RE IR
BT HRAE20005E /4.3 1% M 20204 /Y
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B DR 5 PRI A JRENIIRE 32 =
flrirss » RFEEEGIIIE A (GRS PRI e
s~ B PRI AP 8 S BE PR B ) - L
BeRIME SR (At AR B IR O s B R, ) -
HARAESIRFIT A  BERRIGE TTHES [ = B Z
S MUARHE (hyperosmolar hyperglycemic syndrome,
HHS) B 4 b 75 i 5 53 (diabetic ketoacidosis,
DKA)% 2 HIBESa I pr e -

1B SEOFEHENMEH BE R R - R
HAILAE RN R ST AR E R EE - K -
B BRI ST R AR 0 IS B SR OB IR i B 0 B
EAGHZEHTRGE o T HISEEE B - B E R (gut
microbiota)f 2 Zf(dysbiosis) gy B BG4 25 K
FEARIBETIHE I - SE T w] RE(E BEAE FRPS S HoAH
B OF B RE R B Je o AN SC B IEBRET IS B AR A
B PRI B B Ry A - IR S E B AH AT
AR MBS R A THBRA R FE R - BAS Ryl IR
SR 1R B PR AR (T SR -
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MAEYIRE - EFEHER ~ RE - HE R E M
Yy o il EAHTE B SR I RRBR 2GR BT L -
fEH ARy )T (E AR IEGEEE ) B
WALIER (RERLEWC 595 ) & o5 E A
M ZRZR - @A E R A EFHETEE
HIRRE - i - I E Mg 2 BRI
EE >~ R - RWINEREYIE A (a0
TLAFR) s - filan - (KM - SIBRGER
RYPE TR K M BE BT B 8 (Bacteroides)
(g EL B BE T » T ABAE 5 v Y B R A R
i 3 B YR TR JB (Prevotella) B S E 4 = FHE
o o B v I R A = R L DU S BR R
(Ruminococcus) By -5 B EHAIRE’

ERTEE Ry - AW ERE S A EE100
JRMEHHER - HAR R OR R Ry AR AL RIRH Y100
&5 o R ARG E E AR L BRSO A -
60% 22 80% fs - AU B FH(Firmicutes) » 20% %
40% K 1517 B M (Bacteroidetes) » R B i E ]
(Proteobacteria) B B ' (Actinobacteria) HI|
FIME5% o TEH 1 1 8 B A B 43 e i 2ok
HE o EA SN (short-chain fatty acids,
SCFAs) Y » 2518 LB 3HET - re
A G E PR D REAE Y -

[ 3E B AH KR (dysbiosis) A ge 2 iE
FEPEDhRERY SR » ik 2 15 I iE i #F (leaky
gut syndrome) » {5 J§ 2 [ (lipopolysaccharide,
LPS) ~ H U AEY) k3 RIS A MK
FlBEBMERE oI5 202 5 KR
HH B By R B ar o — A ARG R G M
$52 5714 (toll-like receptors, TLR)HEEk » Fi e
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B—: BEEMHAENLSERRE  SERNMENRESE(LPS)EAMRREIR - BZEAVEETH
BSFERENTEY  E—LNMRABRRRR  FRAFEASHEMAE(metabolic endotox-
emia) - EHERFEBES » THEEL R (MERIMEE Faecalibacterium prausnitzii) BIEL 2
BRERZz—  ESIEHEEME(SCFAS)RE TR  E—LHIBKERRE - RAEARERM
FR-1(GLP-1)R9 5 - EMEEEMHBRELRBEEE  EREVRSKENNE - ISR
BEH T ELEE (butyrate) REMIREHXFASIZE2 FHRNEMAE - ENBEERBLBERMRIX
& ER—RBEMER KERRFNE-—TER TSR EMOENES  EEXERE
L RHBBAITHEE - $8E : SCFA, short-chain fatty acid; LPS, lipopolysaccharide; GLP-1,
glucagon-like peptide-1.

TLR4 » EFEREAMMA 7894 R - B2 R
YL K] T-a(tumor necrosis factora, TNF-a) » [
MERA-3&-6(interleukin, IL)FTHIMER/-32-12 -
L ERESRETER - 14 - B EE
HIIREE T e e —2 55 i 8 e Ry S B
TeRCEMEEER - HECEZNEL M2 - EN
T B By A ([ —) e
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FIBENE NG ER AN T W2 (butyrate) ~ PIBRER
(propionate)f1 Z & (acetate) » SFIMUAH A 34
BRI E R A EHE R E - T IREREE®
Mg B EGH R R M (Alclaudin-1) AYFRE -
WE G E BRI - DI A IR % 2
FEIHE' - AN - T e I O T b R
fik-1(glucagon-like peptide-1, GLP-1)E# % ik



YY(peptide YY, PYY) - &7+ SRR -
ST s BT 4E - AR B HEZE - phah
TEREEAGNRREN - Z8IIHERK 1
kB(nuclear factor kappa B, NF-«kB){g 5% I 2K
AR S R K FHIZGE - WFFCER » FE55 AU
PRI R EA T RREMEREEEE (H
U3 W M B Faecalibacterium prausnitziiffi5 8
HEHT ICE Roseburia intestinalis ) W82 EAE
WA - B A B B S SR P T R 18 T R Y
INEFHEYIHE" - SB— 1 » NEREIR & e
GLP-1 f1 PYY Ay - B rIREEBLGHE H (R
Z#E(GPRAIFIGPRA3IE S » R A EEHR
SR R IR o £ sl R mT BRI S B 5

(ghrelin)y 53 - RS EI N ~ CEHHEBREE
KRR FRPH I B 4 -

15 3B G AH AT A B L Y 5

54 B (probiotics) ~ 754 JT(prebiotics)
A E (synbiotics) {F Ry 3 & 15 8 5 A= VI HHIY
HES T AT B - T F AR B IR i B Y
P EEEL ot AR RANAANEE B (Lactobacillus)
FIEE AT & J& (Bifidobacterium) Al 2 8 3
B A BE - OGS NG E BRI R R E
[ JE o 28 4E T » BIANZKE (inulin) F1 IR B 0E
(fructooligosaccharides, FOS) » AIfE &IGEH
i R E AR - (e LI - DR
I AR -

—IEB RN 2024 S I ITRUR 2%
A BRIt 2R TO A R 22 IR RS ~ AL 238 e
o R S R R R S RCR - AR - &2
IAFERAER R RSER AR REN: - 7]
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REZ T ARF R ~ BIARERE KT 08 22 B 52
2o AN SRAERE S T AR R B s A T Y
S - HIGE SR E R - (5
BRI B2 R — 20 b5t -

HEM A Y (fecal microbiota
transplantation, FMT) & B 5 R e iy 15 18 B
PR B RENEN - DUKIE NG E AP Y £
i o 5% 7 1R B A HE P A TE 8T PRI EEAR IRAR B R
(Clostridioides difficile infection, CDI) » JT4FE
AE A Fh e 2 A MR R B I SE I - W20
SR - FMT ] #8285 — RURE PR s 35 TR 1R 15
EEAHZ RN - dCEEEHERE - RMERE R
PHETAIZE KRR SR » FMT{P G
flr B e B PR - AR E TR R R B E M
R T KB R A B DUBR RS ] 1T
PEELZE 4k -

F LR R IR SEY) BB E ARt B &
ERE - a0 > metforminl ZEIHGEM NG
R (AN SRS R E H R Akkermansia
muciniphila) SR » WA LB SRR
IS » 38 B O T S R UK M A AR T B
SR YIFERA" » BEAE > metforminiEAEGRAL
W B B SE R, - AN BER R - (e
K251 RHE - DPP-4(dipeptidyl peptidase-4)
AR (Blansitagliptin) o # 8 B AE 2 5 3
BT 1 R A B i L R B O o MARGORER - T
fige S B i B AE Y A2 BRI ANME R B v L
BIETEHR TR - bR MG R RIS £2 4L 7
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5 B AR 3 - FSMEBR BE (precision medicine)
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